A list of names of bacteria published or validated in 1997 is presented. Comments are made of the tendency to base names of new taxa on a single bacterial strain and the consequences for reliable descriptions that this tendency implies.
In continuation of our practice of 1994, 1995 and 1996 of listing new names of bacteria [ 1, 2] , we here present the list for 1997 of new names considered to be of interest to medical and veterinary bacteriology. The following 61 bacterial names (Table 2) were published in 1997 in articles in the International Journal of Systematic Bacteriology (IJSB) (i.e., validly published) or published elsewhere and included in 1997 on the validation lists of IJSB (i.e., validated). The criteria for selection of names remain the same: isolation from man or warm-blooded animals, with few exceptions.
A number of name corrections were made in 1997. Readers are encouraged to consult the following articles:
1. IJSB 47: 585, Euzkby: Revised nomenclature of specific or subspecific epithets that do not agree in gender with generic names that end in -bacter. It became apparent from our survey of all new species/subspecies published in IJSB in 1994-1997, that many described new species/subspecies are based on a single strain. Table 1 shows the total numbers for each year, and the number of 'medical' names. Also shown is the number of new species/subspecies that are placed in new genera.
It is evident that the number of new species/subspecies proposed in IJSB (i.e., validly published) has risen from 74 in 1994 to 121 in 1997, but the percentage of new species/subspecies based on a single strain is constant (44-50%). Among 'medical' names this percentage is lower (-12%) Of the new species/subspecies 67 ( 17%) ('medical' 23; 16%) are placed in new genera, 33 of which are based on a single strain. In contrast, the tendency to base a new genus on a single strain seems to be rising, from 5 of 17 (-30%) in 1994 to 13 of 21 (-60%) in 1997.
Although sometimes it may be acceptable to propose new taxa based on very few strains, it is our view that a species should normally be based on a sufficient number of strains (perhaps 10-20) in order to be well characterised, phenotypically and genetically, establishing the centre and the extent of a cluster that could be called a species, and to allow for identification of new isolates. If the intra-species variability is unknown, a reliable description cannot be provided 
